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ENTERED 



3 <110> APPLICANT: ERUME BIOTECH CO., LTD* 

5 <120> TITLE OP INVENTION: rpoB gene fragments and a method for the diagnosis and 
identification of 

6 Mycobacterium tubocolosis Mycobacterial strains 
8 <130> FILE REFERENCE: PUS- 001027 

10 <140> CURRENT APPLICATION NUMBER: US 09/697, 123B 

11 <141> CURRENT FILING DATE: 2000-10-27 

13 <150> PRIOR APPLICATION NUMBER: KR 1999-46795 

14 <151> PRIOR FILING DATE: 1999-10-27 
16 <160> NUMBER OF SEQ ID NOS: 26 

18 <170> SOFTWARE: Patentln version 3,0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 208 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Mycobacterium gordonae I 

25 <400> SEQUENCE: 1 

26 tcaaggagaa gcgctacgac ctggcccggg taggccgcta caaggtcaac aagaagctcg 60 
28 gcctgcacgt cggcgatccg atcaccagct ccacgctgac cgaggaagac gtcgtcgcca 120 
30 ccatcgagta cctggtccgc ctgcacgagg gccagcacac gatgaccgtc ccgggcggca 180 
32 ccgaggtgcc ggttgagacc gacgacat 208 

35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 208 

37 <212> TYPE: DNA 

38 <213> ORGANISM: Mycobacterium gordonae II 

40 <400> SEQUENCE: 2 

41 tcaaggagaa gcgctacgac ctggcccggg tgggccgcta caaggtcaac aagaagctcg 60 
43 gtctgaacgt cggcaagccg atcaccagct cgacgctgac cgaggaagac gtcgtagcca 120 
45 ccatcgagta cctggtgcgg ctgcacgagg gtcagtcggc gatgacggtt cccggcggcg 180 
47 ccgaggtgcc ggtggagacc gacgacat 208 

50 <210> SEQ ID NO: 3 

51 <211> LENGTH: 208 

52 <212> TYPE: DNA 

53 <213> ORGANISM: Mycobacterium gordonae III 

55 <400> SEQUENCE: 3 

56 tcaaggagaa gcgctacgac ctggcccgtg tcggccgcta caaggtcaac aagaagctcg 60 
58 gcctgcacgt cggcgatccg atcaccagct ccacgctgac cgaagaagac gtcgtcgcca 120 
60 ccatcgagta cctggtccgt ctgcacgagg gtcagcacac gatgaccgtt ccgggcggca 180 
62 ccgaggttcc ggtggagacc gacgacat 208 

65 <210> SEQ ID NO: 4 

66 <211> LENGTH: 207 

67 <212> TYPE: DNA 

68 <213> ORGANISM: Mycobacterium gordonae IV 

70 <400> SEQUENCE: 4 

71 tcaaggagaa gcgctacgac ctggcccgtg tcggccgcta caaggtcaac aagaagotgg 60 
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73 gcctgcatgt cggcgatccg atcaccagct cgacgctgac cgaagaggac gtcgtcgcca 
75 ccatcgagta cctggtccgc ctccacgagg gtcagcacac gatgacgttc cgggcgggac 
77 cgaggttccg gtggagaccg acgacat 
80 <210> SEQ ID NO: 5 
61 <211> LENGTH: 208 

82 <212> TYPE: DNA 

83 <213> ORGANISM: Mycobacterium tuberculosis 

85 <400> SEQUENCE: 5 

86 tcaaggagaa gcgctacgac ctggcccgcg tcggtcgcta taaggtcaac aagaagctcg 
88 ggctgcatgt cggcgagccc atcacgtcgt cgacgctgac cgaagaagac gtcgtggcca 
90 ccatcgaata tctggtccgc ttgcacgagg gtcagaccac gatgaccgtt ccgggcggcg 
92 tcgaggtgcc ggtggaaacc gacgacat 

95 <210> SEQ ID NO: 6 

96 <211> LENGTH: 208 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Mycobacterium terrae 

100 <400> SEQUENCE: 6 

101 tcaaggagaa gcgctacgac ctggcccgcg tcggtcgcta taaggtcaac aagaagctcg 
103 ggctgcatgt cggcgagccc atcacgtcgt cgacgctgac cgaagaagac gtcgtggcca 
105 ccatcgaata tctggtccgc ttgcacgagg gtcagaccac gatgaccgtt ccgggcggcg 
107 tcgaggtgcc ggtggaaacc gacgacat 

110 <210> SEQ ID NO: 7 

111 <211> LENGTH: 214 

112 <212> TYPE: DNA 

113 <213> ORGANISM: Mycobacterium chelonae 

115 <400> SEQUENCE: 7 

116 tcaaggagaa gcgctacgac ctggcccgcg tgggccggta caaggtgaac aagaagctgg 
118 gtcttggcgg tgccaacccg gctctggtga ctgccaccac gctcaccgag gaagacgtcg 
120 tcgccaccat cgggtacctg gtgcgcctgc acgagggcca gaccacgatg accgcccccg 
122 gcggcctcga ggtcccggtc gaggtcgacg acat 

125 <210> SEQ ID NO; 8 

126 <211> LENGTH: 208 

127 <212> TYPE: DNA 

128 <213> ORGANISM: Mycobacterium kansasii 

130 <400> SEQUENCE: 8 

131 tcaaggagaa gcgctacgac ctggcccgtg tcggccgata caaggtcaac aagaagctgg 
133 gcctgaacac caatcatccg atcaccacga cgacgctgac cgaagaagac gtcgtcgcca 
135 ccatcgagta tctggtccgc ctgcacgagg gccaggccac gatgaccgtg ccgggcgggg 
137 tcgaggtgcc ggtggaaacc gacgacat 

140 <210> SEQ ID t NO: 9 

141 <211> LENGTH: 223 

142 <212> TYPE:. DNA 

143 <213> organism: Mycobacterium scrofulaceum 

145 <400> SEQUENCE: 9 

146 tcaaggagaa gcgctacgac ctggcccgcg tcggccgcta caaggtcaac aagaagctgg 
148 gtctgcacgc cggcgagccg atcacgtcgt ccacgctgac cgaggaagac gtcgtcgcga 
150 ccatcgaata cctggtccgg ctgcaccacg cccgtacgga tggccagccc gccgtcatga 
152 ctgtccccgg cggcatcgag gtgccggtgg agaccgacga cat 

155 <210> SEQ ID NO: 10 
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156 <211> LENGTH: 208 

157 <212> TYPE: DNA 

158 <213> ORGANISM: Mycobacterium ulcerans 

160 <400> SEQUENCE: 10 

161 tcaaggagaa gcgctacgac ctggctcgcg tgggtcggta caaggtcaac aagaagctcg 60 
163 gcctgaacgc cggccagccc atcaccagct cgacgctgac cgaggaagac gtcgtcgcca 120 
165 ccatcgaata cctggtccgc ttgcacgagg gccagaccgc gatgaccgct ccgggcggtg 180 
167 tcgaggtgcc ggtcgagacc gacgacat 208 

170 <210> SEQ ID NO: 11 

171 <211> LENGTH: 208 

172 <212> TYPE: DNA 

173 <213> ORGANISM: Mycobacterium marinum 

175 <400> SEQUENCE: 11 

176 tcaaggagaa gcgctacgac ctggcccggg tgggccggta caaggtcaac aagaagctcg 60 
178 gcctgaacgc cggccagccc atcaccagct cgacgctgac cgaggaagac gtcgtcgcca 120 
180 ccatcgaata cctggtccgc ttgcacgagg gccagaccgc gatgaccgct ccgggcggtg 180 
182 tcgaggtgcc ggtcgagacc gacgacat 208 

185 <210> SEQ ID NO: 12 

186 <211> LENGTH: 207 

187 <212> TYPE: DNA 

188 <213> ORGANISM: Mycobacterium szulgai 

190 <400> SEQUENCE: 12 

191 tcaaggagaa gcgctacgac ctggtcgcgt cggccgttac aaggtcaaca aaaagctcgg 60 
193 tctgaacgtc ggcgagccga tcaccagttc gacgctgacc gaagaggatg tcgtcgccac 120 
195 catcgagtac ctggttcggc tgcacgaggg ccagaccacg atgaccgttc ccggcggcac 180 
197 cgaggtgccg gtggagaccg acgacat 207 

200 <210> SEQ ID NO: 13 

201 <211> LENGTH: 223 

202 <212> TYPE: DNA 

203 <213> ORGANISM: Mycobacterium gastri 

205 <400> SEQUENCE: 13 

206 tcaaggagaa gcgctacgac ctggcccgcg tcggccgcta caaggtcaac aagaagctgg 60 
208 gcctgaacac cgatcatccg atcaccacca cgacgctgac cgaagaagac gtcgtcgcca 120 
210 ccatcgagta cctggttcgc ctgcaccacg cctctcaggg tggccaggcc cccgttatga 180 
212 ctgtccccgg cggggtcgag gtgccggtgg aaaccgacga cat 223 

215 <210> SEQ ID NO: 14 

216 <211> LENGTH: 214 

217 <212> TYPE: DNA 

218 <213> ORGANISM: Mycobacterium malmoense 

220 <400> SEQUENCE: 14 

221 tcaaggagaa gcgctacgac ctggccaggg ttggccgtta caaggtcaac aagaagctcg 60 
223 ggctgccggc ggccgagtcg gccgtacccg cctcgaccac gctgaccgaa gcggatgtcg 120 
225 tcgccaccat cgagtacctg gtgcgcctgc acgagggcca ggcaacgatg acggttcccg 180 
227 gcggcgtcga ggtgccggtg gagaccgacg acat 214 

230 <210> SEQ ID NO: 15 

231 <211> LENGTH: 208 

232 <212> TYPE: DNA 

233 <213> ORGANISM: Mycobacterium avium 
235 <400> SEQUENCE: 15 
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236 tcaaggagaa gcgctacgac ctggcccggg tgggccgcta caaggtcaac aagaagctcg 60 
238 gcctgcacgc cggtgagccg atcaccagct cgacgctgac cgaggaagac gtcgtcgcca 120 
240 ccatcgagta cctggtgcgc ctgcacgagg gtcagcccac gatgaccgtc cccggcggca 180 
242 tcgaggtgcc ggtggagacc gacgacat 208 

245 <210> SEQ ID NO: 16 

246 <211> LENGTH: 208 

247 <212> TYPE: DNA 

248 <213> ORGANISM: Mycobacterium bovis 

250 <400> SEQUENCE: 16 

251 tcaaggagaa gcgctacgac ctggcccgcg tcggtcgcta taaggtcaac aagaagctcg 60 
253 ggctgcatgt cggcgagccc atcacgtcgt cgacgctgac cgaagaagac gtcgtggcca 120 
255 ccatcgaata tctggtccgc ttgcacgagg gtcagaccac gatgaccgtt ccgggcggcg 180 
257 tcgaggtgcc ggtggaaacc gacgacat 208 

260 <210> SEQ ID NO: 17 \ 

261 <211> LENGTH; 208 

262 <212> TYPE: DNA 

263 <213> ORGANISM; Mycobacterium celatum 

265 <400> SEQUENCE: 17 

266 tcaaggagaa gcgctacgac ctcgcgcggg tgggccgcta caaggtcaac aagaagctcg 60 
268 gcctgaacac cgcgtccccg atcacgacga ccactctgac cgaagaggac gtcgtcgcca 120 
270 ccatcgagta cctggtccgc ctgcacgagg gccacaccac gatgaccgtc ccgggcggag 180 
272 tcgaggtgcc ggtggaaacc gacgacat 208 

275 <210> SEQ ID NO: 18 

276 <211> LENGTH: 211 

277 <212> TYPE: DNA 

278 <213> ORGANISM: Mycobacterium flavescens 

280 <400> SEQUENCE: 18 

281 tcaaggagaa gcgctacgac ctggcccgcg tgggtcggta caaggtcaac aagaagctgg 60 
283 gcatcaccga gaacccggcc gacacgacct cgaccacgct gaccgaagag gacgtcgtcg 120 
285 ccaccatcga gtacctggtg cggctgcatc agggcgacaa gacgatgacc gtcccgggtg 180 
287 gagtcgaggt gcccgtcgag gtcgacgaca t 211 

290 <210> SEQ ID NO: 19 

291 <2U> LENGTH: 208 

292 <212> TYPE: DNA 

293 <213> ORGANISM; Mycobacterium fortuitum 

295 <400> SEQUENCE: 19 

296 tcaaggagaa gcgctacgac ctggcccgcg tgggccgcta caaggtcaac aagaagctgg 60 
298 gcctgaacgc cggccagccg atcacgtcgt cgactctgac cgaggaagac gtcgtcgcca 120 
300 ccatcgagta cctggtgcgc ctgcacgagg gccagaccac gatgaccgtc cccggcggcg 180 
302 tcgaggtccc ggtcgaggtg gacgacat 208 

305 <210> SEQ ID NO: 20 

306 <211> LENGTH: 205 

307 <212> TYPE: DNA 

308 <213> ORGANISM: Mycobacterium intracellular 

310 <400> SEQUENCE: 20 

311 tcaaggagaa cgcgtacgac ctggcgcgtg tcggccgcta caaggtcaac aagaagctcg 60 
313 gcctgcacgc gggcgagccg atcaccagct cgacgctgac cgaggaagac gtcgtcgcca 120 
315 ccatcgagta cctggtgcgc ctgcacgagg gccagcccac gatgaccgtc cccggcatcg 180 
317 aggtgccggt ggagaccgac gacat 205 
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320 


<210> SEQ ID NO: 21 






321 


<211> LENGTH: 214 






322 


<212> TYPE: DNA 






323 


<213> organism: Mycobacterium aoscessus 






325 


<400> SEQUENCE: 21 






326 


tcaaggagaa gcgctacgat ctggcccgcg tgggtcggta caaggtgaac 


aagaagctgg 


60 


328 


gcctgggcgg caccaatccg gctcaggtga ccaccaccac cctcaccgag 


gaagacgtcg 


120 


330 


tcgccaccat cgagtacctg gtgcgcctgc acgagggcca gaccacgatg 


accgcccccg 


180 


332 


gcggcgtcga ggtgccggtg gatgtggacg acat 




214 


335 


<210> SEQ ID NO: 22 






336 


<211> LENGTH: 208 






337 


<212> TYPE: DNA 






338 


<213> ORGANISM: Mycobacterium africanum 






340 


<400> SEQUENCE: 22 






341 


tcaaggagaa gcgctacgac ctggcccgcg tcggtcgcta taaggtcaac 


aagaagctcg 


60 


343 


ggctgcatgt cggcgagccc atcacgtcgt cgacgctgac cgaagaagac 


gtcgtggcca 


120 


345 


ccatcgaata tctggtccgc ttgcacgagg gtcagaccac , gatgatcgtt 


ccgggcggcg 


180 


347 


tcgaggtgcc ggtggaaacc gacgacat 




208 


350 


<210> SEQ ID NO: 23 






351 


<211> LENGTH: 208 






352 


<212> TYPE: DNA 






353 


<213> ORGANISM: Mycobacterium haeraophilum 






355 


<400> SEQUENCE: 23 






356 


tcaaggagaa gcgctacgac ctggcccggg ttggtcgtta caaggtcaac 


aagaagctcg 


60 


358 


ggttgcacgc cggtgagccg atcacgagct cgacgctgac cgaagaggac 


gtcgtcgcca 


120 


360 


ccatcgagta cctggtccgg ctgcatgagg gtcagtcgac gatgaccgtt 


ccaggtggcg 


180 


362 


tcgaggtgcc agtggatact gacgacat 




208 


365 


<210> SEQ ID NO: 24 






366 


<211> LENGTH: 208 






367 


<212> TYPE: DNA 






368 


<213> ORGANISM: Mycobacterium xenopi 






370 


<400> SEQUENCE: 24 






371 


tcaaggagaa gcgctacgac ctggcccggg tgggccgcta caaggtcaac 


aagaaactcg 


60 


373 


ggctgaacac cgagaatgcg ccaaccacca cgaccctgac cgaagaggac 


gtcgtcgcca 


120 


375 


ccatcgaata cctggtgcgc ttgcacgagg ggcacgccac gatgaaggtc 


cccggtggcg 


180 


377 


tcgaggtgcc ggtggagacc gacgacat 




208 


380 


<210> SEQ ID NO: 25 






381 


<211> LENGTH: 19 








<212> TYPE: DNA 






383 


<213> ORGANISM: Artificial Sequence 






385 


<220> FEATURE: 






386 


<223> OTHER INFORMATION : Chemically synthesized PCR amplication primer for amplifying 


the rpoB 








387 


region of Microbacterial species 






389 


<400> SEQUENCE: 25 






390 


tcaaggagaa gcgctacga 




19 


393 


<210> SEQ ID NO: 26 






394 


<211> LENGTH: 20 






395 


<212> TYPE: DNA 






396 


<213> ORGANISM: Artificial Sequence 
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